AD-l.ST25.txt 
SEQUENCE LISTING 

<110> Wisnewski, Nancy 
Brandt, Kevin S. 

<120> CANINE COX-1 AND COX-2 NUCLEIC ACID MOLECULES, PROTEINS AND USES THE 
REOF 

<130> AD-1 

<140> not yet assigned 

<141> 2001-07-30 

<150> 60/224,486 

<151> 2000-08-11 

<160> 25 

<170> Patentln version 3.1 

<210> 1 

<211> 542 

<212> DNA 

<213> Canis familiaris 
<220> 

<221> CDS 

<222> (2).. (541) 

<223> 



<400> 1 

t ccc egg tea cat ttg att gag agt cca cca act tat aat gtg aac tac 49 
Pro Arg Ser His Leu lie Glu Ser Pro Pro Thr Tyr Asn Val Asn Tyr 
15 10 15 

ggc tat aaa age tgg gaa gee ttt tct aac etc tec tat tat acc aga 97 
Gly Tyr Lys Ser Trp Glu Ala Phe Ser Asn Leu Ser Tyr Tyr Thr Arg 
20 25 30 

get ctt ccc cct gta cct gat gac tgt cca aca ccc atg ggt gtg aaa 145 
Ala Leu Pro Pro Val Pro Asp Asp Cys Pro Thr Pro Met Gly Val Lys 
3 5 40 45 

ggc aag aaa gag ctt cct gat tea aaa gag att gtg gaa aag ttt ctt 193 
Gly Lys Lys Glu Leu Pro Asp Ser Lys Glu lie Val Glu Lys Phe Leu 
50 55 60 

ctg cga aga aag ttc att cct gat ccc caa ggc acc aat atg atg ttt 241 
Leu Arg Arg Lys Phe lie Pro Asp Pro Gin Gly Thr Asn Met Met Phe 
65 70 75 80 

gca ttc ttt gee cag cac ttt acc cat caa ttt ttc aag aca gat cat 289 
Ala Phe Phe Ala Gin His Phe Thr His Gin Phe Phe Lys Thr Asp His 
85 90 95 

aag cga gga cca get ttc acc aaa gga ttg ggc cat ggg gtg gac tta 3 37 

Lys Arg Gly Pro Ala Phe Thr Lys Gly Leu Gly His Gly Val Asp Leu 
100 105 110 
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aat cat gtt tat ggg gaa act ttg gat aga caa cat aaa ctg cgc ctt 3 85 

Asn His Val Tyr Gly Glu Thr Leu Asp Arg Gin His Lys Leu Arg Leu 
115 120 125 

ttc aag gat gga aaa atg aaa tat cag gta att gat gga gag gtg tat 433 
Phe Lys Asp Gly Lys Met Lys Tyr Gin Val lie Asp Gly Glu Val Tyr 
130 135 140 

cct cct acc gtc aaa gat act cag gtc gag atg ate tac cca cct cat 481 
Pro Pro Thr Val Lys Asp Thr Gin Val Glu Met lie Tyr Pro Pro His 
145 150 155 160 

gtt cct gaa cac ctg cag ttt get gtg ggc caa gag gtc ttt ggt cct 529 
Val Pro Glu His Leu Gin Phe Ala Val Gly Gin Glu Val Phe Gly Pro 
165 170 175 

ggt gec ctg gtc t 542 
Gly Ala Leu Val 
180 



<210> 2 
<211> 180 
<212> PRT 

<213> Canis familiaris 
<400> 2 

Pro Arg Ser His Leu lie Glu Ser Pro Pro Thr Tyr Asn Val Asn Tyr 
15 10 15 



Gly Tyr Lys Ser Trp Glu Ala Phe Ser Asn Leu Ser Tyr Tyr Thr Arg 
20 25 30 



Ala Leu Pro Pro Val Pro Asp Asp Cys Pro Thr Pro Met Gly Val Lys 
35 40 45 



Gly Lys Lys Glu Leu Pro Asp Ser Lys Glu lie Val Glu Lys Phe Leu 
50 55 60 



Leu Arg Arg Lys Phe lie Pro Asp Pro Gin Gly Thr Asn Met Met Phe 
65 70 75 80 



Ala Phe Phe Ala Gin His Phe Thr His Gin Phe Phe Lys Thr Asp His 
85 90 95 



Lys Arg Gly Pro Ala Phe Thr Lys Gly Leu Gly His Gly Val Asp Leu 
100 105 110 



Asn His Val Tyr Gly Glu Thr Leu Asp Arg Gin His Lys Leu Arg Leu 
115 120 125 
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Phe Lys Asp Gly Lys Met Lys Tyr Gin Val lie Asp Gly Glu Val Tyr 
130 135 140 



Pro Pro Thr Val Lys Asp Thr Gin Val Glu Met lie Tyr Pro Pro His 
145 150 155 160 



Val Pro Glu His Leu Gin Phe Ala Val Gly Gin Glu Val Phe Gly Pro 
165 170 175 



Gly Ala Leu Val 
180 



<210> 3 

<211> 542 

<212> DNA 

<213> Canis familiaris 

<400> 3 



agaccagggc 


accaggacca 


aagacctctt 


ggcccacagc 


aaactgcagg 


tgttcaggaa 


60 


catgaggtgg 


gtagatcatc 


tcgacctgag 


tatctttgac 


ggtaggagga 


tacacctctc 


120 


catcaattac 


ctgatatttc 


atttttccat 


ccttgaaaag 


gcgcagttta 


tgttgtctat 


180 


ccaaagtttc 


cccataaaca 


tgatttaagt 


ccaccccatg 


gcccaatcct 


ttggtgaaag 


240 


ctggtcctcg 


cttatgatct 


gtcttgaaaa 


attgatgggt 


aaagtgctgg 


gcaaagaatg 


300 


caaacatcat 


attggtgcct 


tggggatcag 


gaatgaactt 


tcttcgcaga 


agaaactttt 


360 


ccacaatctc 


ttttgaatca 


ggaagctctt 


tcttgccttt 


cacacccatg 


ggtgttggac 


420 


agtcatcagg 


tacaggggga 


agagctctgg 


tataatagga 


gaggttagaa 


aaggcttccc 


480 


agcttttata 


gccgtagttc 


acattataag 


ttggtggact 


ctcaatcaaa 


tgtgaccggg 


540 


ga 












542 



<210> 


4 




<211> 


3509 




<212> 


DNA 




<213> 


Canis 


familiaris 


<220> 






<221> 


CDS 




<222> 


(53) . . 


. (1864) 


<223> 






<400> 


4 





ccgccgcctc tgccaccgcc cgcgctccgc ccgcgccccg cccgccgccg eg atg ctg 58 

Met Leu 
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gcc cgc gcc ctg gtg etc tgc gec gec ctg gcg gtc gtc cgc gca gca 106 
Ala Arg Ala Leu Val Leu Cys Ala Ala Leu Ala Val Val Arg Ala Ala 
5 10 15 

aat cct tgc tgt tec cac cca tgt caa aac caa ggt att tgt atg age 154 
Asn Pro Cys Cys Ser His Pro Cys Gin Asn Gin Gly lie Cys Met Ser 
20 25 30 

aca gga ttt gac cag tat aag tgt gac tgt ace cga aca gga ttc tac 202 
Thr Gly Phe Asp Gin Tyr Lys Cys Asp Cys Thr Arg Thr Gly Phe Tyr 
35 40 45 50 

ggc gaa aac tgc tea aca ccg gaa ttt ctg aca aga ata aaa tta tac 250 
Gly Glu Asn Cys Ser Thr Pro Glu Phe Leu Thr Arg lie Lys Leu Tyr 
55 60 65 

ctg aaa ccc act cca aat aca gta cac tac ata ctt acc cac ttc aag 298 
Leu Lys Pro Thr Pro Asn Thr Val His Tyr lie Leu Thr His Phe Lys 
70 75 80 

gga gtc tgg aac att gtc aat aac ate ccc ttc ctg cga aat aca att 346 
Gly Val Trp Asn lie Val Asn Asn lie Pro Phe Leu Arg Asn Thr lie 
85 90 95 

atg aaa tat gtg ttg aca tec egg tea cat ttg att gag agt cca cca 394 
Met Lys Tyr Val Leu Thr Ser Arg Ser His Leu lie Glu Ser Pro Pro 
100 105 110 

act tat aat gtg aac tac ggc tat aaa age tgg gaa gcc ttt tct aac 442 
Thr Tyr Asn Val Asn Tyr Gly Tyr Lys Ser Trp Glu Ala Phe Ser Asn 
115 120 125 130 

etc tec tat tat acc aga get ctt ccc cct gta cct gat gac tgt cca 490 
Leu Ser Tyr Tyr Thr Arg Ala Leu Pro Pro Val Pro Asp Asp Cys Pro 
135 140 " 145 

aca ccc atg ggt gtg aaa ggc aag aaa gag ctt cct gat tea aaa gag 53 8 

Thr Pro Met Gly Val Lys Gly Lys Lys Glu Leu Pro Asp Ser Lys Glu 
150 155 160 

att gtg gaa aag ttt ctt ctg cga aga aag ttc att cct gat ccc caa 586 
lie Val Glu Lys Phe Leu Leu Arg Arg Lys Phe lie Pro Asp Pro Gin 
165 170 175 

ggc acc aat atg atg ttt gca ttc ttt gcc cag cac ttt acc cat caa 634 
Gly Thr Asn Met Met Phe Ala Phe Phe Ala Gin His Phe Thr His Gin 
180 185 190 

ttt ttc aag aca gat cat aag cga gga cca get ttc acc aaa gga ttg 682 
Phe Phe Lys Thr Asp His Lys Arg Gly Pro Ala Phe Thr Lys Gly Leu 
195 200 205 210 

ggc cat ggg gtg gac tta aat cat gtt tat ggg gaa act ttg gat aga 730 
Gly His Gly Val Asp Leu Asn His Val Tyr Gly Glu Thr Leu Asp Arg 
215 220 225 



caa cat aaa ctg cgc ctt ttc aag gat gga aaa atg aaa tat cag gta 
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Gin His Lys Leu Arg Leu Phe Lys Asp Gly Lys Met Lys Tyr Gin Val 
230 235 " ^ 240 

att gat gga gag gtg tat cct cct acc gtc aaa gat act cag gtc gag 826 
He Asp Gly Glu Val Tyr Pro Pro Thr Val Lys Asp Thr Gin Val Glu 
245 250 255 

atg ate tac cca cct cat gtt cct gaa cac ctg cag ttt get gtg ggc 874 
Met He Tyr Pro Pro His Val Pro Glu His Leu Gin Phe Ala Val Gly 
260 265 270 

cag gag gtc ttt ggt ctg gtg cct ggt ctg atg atg tat gee acc att 922 
Gin Glu Val Phe Gly Leu Val Pro Gly Leu Met Met Tyr Ala Thr He 
275 280 285 " 290 

tgg ctg egg gag cat aac aga gtg tgt gat gtg ctt aaa cag gag cac 970 
Trp Leu Arg Glu His Asn Arg Val Cys Asp Val Leu Lys Gin Glu His 
295 300 305 

cca gaa tgg gat gat gag egg tta ttc cag acg age agg eta ata ctt 1018 
Pro Glu Trp Asp Asp Glu Arg Leu Phe Gin Thr Ser Arg Leu He Leu 
310 315 320 

ata gga gaa acc att aag att gtg att gaa gac tat gta caa cac ttg 1066 
He Gly Glu Thr He Lys He Val He Glu Asp Tyr Val Gin His Leu 
325 330 335 

agt ggc tat cac ttc aag ctg aag ttt gac cca gag ctg ctt ttc aac 1114 
Ser Gly Tyr His Phe Lys Leu Lys Phe Asp Pro Glu Leu Leu Phe Asn 
340 345 350 

caa caa ttc cag tac caa aac cgc att get get gag ttt aac aca etc 1162 
Gin Gin Phe Gin Tyr Gin Asn Arg He Ala Ala Glu Phe Asn Thr Leu 
355 360 365 370 

tac cac tgg cat ccc etc ctg cct gac acc ttg caa ata gat gac cag 1210 
Tyr His Trp His Pro Leu Leu Pro Asp Thr Leu Gin He Asp Asp Gin 
375 380 ^ 385 

gag tac aat ttc caa cag ttt ate tac aac aac tct ata tta ttg gaa 1258 
Glu Tyr Asn Phe Gin Gin Phe He Tyr Asn Asn Ser He Leu Leu Glu 
390 395 400 

cat ggc ctt acc cag ttt gtg gaa tea ttc age agg caa att get ggc 1306 
His Gly Leu Thr Gin Phe Val Glu Ser Phe Ser Arg Gin He Ala Gly 
405 410 415 

agg gtt gee ggt ggc agg aat gtt cca get gca gta caa caa gta gca 1354 
Arg Val Ala Gly Gly Arg Asn Val Pro Ala Ala Val Gin Gin Val Ala 
420 425 430 

aaa get teg att gac cag age aga cag atg aaa tac cag tct ctt aat 1402 
Lys Ala Ser He Asp Gin Ser Arg Gin Met Lys Tyr Gin Ser Leu Asn 
435 440 445 450 

gag tat cgc aaa cgc ttt agg ctg aag ccc tat aca tea ttc gaa gaa 1450 
Glu Tyr Arg Lys Arg Phe Arg Leu Lys Pro Tyr Thr Ser Phe Glu Glu 
455 460 465 
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ctt aca gga gag aag gaa atg get gcg ggg ttg gag gec ctt tat ggt 1498 
Leu Thr Gly Glu Lys Glu Met Ala Ala Gly Leu Glu Ala Leu Tyr Gly 

470 475 480 

gat att gat gec atg gag ctg tat cct gec etc ttg gta gaa aag cct 1546 

Asp lie Asp Ala Met Glu Leu Tyr Pro Ala Leu Leu Val Glu Lys Pro 

485 490 495 

cgt cca gat gec ate ttt ggt gag acc atg gta gaa atg gga gca cca 1594 

Arg Pro Asp Ala lie Phe Gly Glu Thr Met Val Glu Met Gly Ala Pro 

500 505 510 

ttc tec ttg aaa gga ctt atg ggt aat ccc ate tgt tea cct gac tac 1642 

Phe Ser Leu Lys Gly Leu Met Gly Asn Pro lie Cys Ser Pro Asp Tyr 

515 520 525 530 

tgg aag cct age acc ttt ggt gga gaa gta ggc ttt aaa ate ate aac 1690 

Trp Lys Pro Ser Thr Phe Gly Gly Glu Val Gly Phe Lys lie lie Asn 

535 540 545 

act gee tea ate cag tct etc ate tgc aat aac gtg aag ggc tgt cca 173 8 

Thr Ala Ser lie Gin Ser Leu lie Cys Asn Asn Val Lys Gly Cys Pro 

550 555 560 

ttc act gca ttc tct gtt caa gac gga caa etc acc aaa aca gtc acc 1786 

Phe Thr Ala Phe Ser Val Gin Asp Gly Gin Leu Thr Lys Thr Val Thr 

565 570 575 

att aat gca age tct teg cac tec ggt eta gat gac ate aat ccc aca 1834 

lie Asn Ala Ser Ser Ser His Ser Gly Leu Asp Asp lie Asn Pro Thr 

580 585 590 

gtc eta ctg aaa gaa egg tea act gaa eta tagaagectg ttaatcctat 1884 

Val Leu Leu Lys Glu Arg Ser Thr Glu Leu 
595 600 



ttatttattt 


atatggacga 


ttccttttaa 


cttaattatt 


taatatttat 


gttaaactcc 


1944 


ttatgttact 


taacatctgt 


taaggagaaa 


ggggtcatac 


ttgtgaagat 


tttcatgtca 


2004 


ctattttaaa 


gatgtcttcg 


ggttaaagag 


gaaaacagtt 


ttctgtttta 


taaatgagtt 


2064 


tgacatcctt 


ttacttgaat 


ttcagtttat 


attattatta 


tgaacaaaag 


cgaagatgtt 


2124 


ggatatttaa 


atgctgttcc 


aggatgacaa 


aatgctgcaa 


gtttttttcg 


acactategg 


2184 


gatttctagt 


gtatcttccc 


tggtgcatta 


gaagcaacta 


cctgcacact 


ttcttttctt 


2244 


ctgttagcca 


ctgtgctggt 


agaaactctc 


ttctgatcag 


tttactttct 


tgtttccttg 


2304 


atttttaaga 


tctgagtata 


cctttctttg 


gactctgtct 


atactttctt 


acctgaactt 


2364 


gtgtaagttt 


tcaggaaaac 


ctcaactcag 


gactactagt 


aatttagctc 


ctcttaagag 


2424 


gaatgaaagg 


aaaaaaaaaa 


cagcccttaa 


aggactctat 


acacaacagt 


atacacttat 


2484 


tttaagtgaa 


aggcagegat 


ctttttgtaa 


attaatttta 


aattgtaaca 


gaaggcttca 


2544 


atgaggctaa 


tgactgacaa 


agaactgtag 


ggggttcttg 


atggaaggaa 


gtegtattte 


2604 
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tattaagaat 


atcctttctc 


atttaaaagc 


aaagtcaaat 


tctgaatagt 


tecegggaag 


2664 


ataatgtttc 


ttttccacat 


ctcattgtca 


gctgacattt 


gctggtactg 


tatacttaat 


2724 


ttattgagga 


ttattatttg 


ttttgttagg 


atgttattat 


aaactaggtt 


taagctgcaa 


2784 


tcattttttt 


tttttttgca 


ttatgtgaga 


atcagtatat 


cttctttgag 


attaactctg 


2844 


aattattatg 


taaacactaa 


gagaaattat 


ttgagatctg 


tgagtaaatt 


ttcaggaacc 


2904 


caactctggt 


atattgaaat 


atggcaagtt 


ggaattgaaa 


tatagatttc 


cctatatacc 


2964 


agcccacaga 


gaacactgtg 


tctcattaac 


ctgcatgtac 


cataagatct 


ttacagtttt 


3024 


gagggacyta 


tgratccttc 


attaagtcat 


tcagctataa 


cttattgagg 


acacaggtgc 


3084 


aaatatcact 


tgtgggtttt 


aatatttttt 


gtggattctt 


aatattttta 


aatcatgeae 


3144 


ttgattacag 


ataacatcag 


tatttgtaaa 


tgagaaagca 


tgtctttagg 


tagagaaaga 


3204 


ClClCLLyClCtClLL 


l, Ld L- Udddy y 


d dd Ldat LLa 


y y y gaa t. c cc 


uaagauc c ta 


tgtt taaaaa 




gttaagaaat 


agtcaatatt 


agaagggctt 


atgtaaaaac 


ctttttaact 


tcactgaaag 


3324 


aaattttgtt 


attaatatca 


aagccgactg 


aattcggagt 


ataatatatg 


aatgttttgg 


3384 


tgcctcagac 


aaatgtgtat 


ttaaattaac 


ttatgtaaga 


tgtaagtgtt 


aacaaatgee 


3444 


tgtttatttt 


tatactatct 


aagaatgaaa 


aatctcttct 


aaaataaatt 


tttgactgtt 


3504 



tccat 3509 

<210> 5 
<211> 604 
<212> PRT 

<213> Canis familiaris 
<400> 5 

Met Leu Ala Arg Ala Leu Val Leu Cys Ala Ala Leu Ala Val Val Arg 
15 10 15 

Ala Ala Asn Pro Cys Cys Ser His Pro Cys Gin Asn Gin Gly lie Cys 
20 25 30 

Met Ser Thr Gly Phe Asp Gin Tyr Lys Cys Asp Cys Thr Arg Thr Gly 
35 40 45 

Phe Tyr Gly Glu Asn Cys Ser Thr Pro Glu Phe Leu Thr Arg lie Lys 
50 55 60 

Leu Tyr Leu Lys Pro Thr Pro Asn Thr Val His Tyr lie Leu Thr His 
65 70 75 80 

Page 7 



AD-l.ST25.txt 



Phe Lys Gly Val Trp Asn lie Val Asn Asn lie Pro Phe Leu Arg Asn 
85 90 95 



Thr lie Met Lys Tyr Val Leu Thr Ser Arg Ser His Leu lie Glu Ser 
100 105 110 



Pro Pro Thr Tyr Asn Val Asn Tyr Gly Tyr Lys Ser Trp Glu Ala Phe 
115 120 125 



Ser Asn Leu Ser Tyr Tyr Thr Arg Ala Leu Pro Pro Val Pro Asp Asp 
13 0 13 5 140 



Cys Pro Thr Pro Met Gly Val Lys Gly Lys Lys Glu Leu Pro Asp Ser 
145 150 155 ~ 160 



Lys Glu lie Val Glu Lys Phe Leu Leu Arg Arg Lys Phe lie Pro Asp 
165 170 175 



Pro Gin Gly Thr Asn Met Met Phe Ala Phe Phe Ala Gin His Phe Thr 
180 185 190 



His Gin Phe Phe Lys Thr Asp His Lys Arg Gly Pro Ala Phe Thr Lys 
195 200 205 



Gly Leu Gly His Gly Val Asp Leu Asn His Val Tyr Gly Glu Thr Leu 
210 215 220 



Asp Arg Gin His Lys Leu Arg Leu Phe Lys Asp Gly Lys Met Lys Tyr 
225 23.0 235 ' 240 



Gin Val lie Asp Gly Glu Val Tyr Pro Pro Thr Val Lys Asp Thr Gin 
245 250 255 



Val Glu Met lie Tyr Pro Pro His Val Pro Glu His Leu Gin Phe Ala 
260 265 270 



Val Gly Gin Glu Val Phe Gly Leu Val Pro Gly Leu Met Met Tyr Ala 
275 280 285 



Thr lie Trp Leu Arg Glu His Asn Arg Val Cys Asp Val Leu Lys Gin 
290 295 300 



Glu His Pro Glu Trp Asp Asp Glu Arg Leu Phe Gin Thr Ser Arg Leu 
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315 



320 



lie Leu lie Gly Glu Thr lie Lys lie Val lie Glu Asp Tyr Val Gin 

325 330 ~ ~ 335 



His Leu Ser Gly Tyr His Phe Lys Leu Lys Phe Asp Pro Glu Leu Leu 
340 345 350 



Phe Asn Gin Gin Phe Gin Tyr Gin Asn Arg lie Ala Ala Glu Phe Asn 
355 360 365 



Thr Leu Tyr His Trp His Pro Leu Leu Pro Asp Thr Leu Gin lie Asp 
370 375 380 



Asp Gin Glu Tyr Asn Phe Gin Gin Phe lie Tyr Asn Asn Ser lie Leu 
385 390 395 400 



Leu Glu His Gly Leu Thr Gin Phe Val Glu Ser Phe Ser Arg Gin lie 
405 410 415 



Ala Gly Arg Val Ala Gly Gly Arg Asn Val Pro Ala Ala Val Gin Gin 
420 425 430 



Val Ala Lys Ala Ser lie Asp Gin Ser Arg Gin Met Lys Tyr Gin Ser 
435 440 445 



Leu Asn Glu Tyr Arg Lys Arg Phe Arg Leu Lys Pro Tyr Thr Ser Phe 
450 455 460 



Glu Glu Leu Thr Gly Glu Lys Glu Met Ala Ala Gly Leu Glu Ala Leu 
465 470 475 480 



Tyr Gly Asp lie Asp Ala Met Glu Leu Tyr Pro Ala Leu Leu Val Glu 
485 490 495 



Lys Pro Arg Pro Asp Ala He Phe Gly Glu Thr Met Val Glu Met Gly 
500 505 510 



Ala Pro Phe Ser Leu Lys Gly Leu Met Gly Asn Pro He Cys Ser Pro 
515 520 525 



Asp Tyr Trp Lys Pro Ser Thr Phe Gly Gly Glu Val Gly Phe Lys He 
530 535 540 
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lie Asn Thr Ala Ser lie Gin Ser Leu lie Cys Asn Asn Val Lys Gly 
545 550 555 ~ 560 



Cys Pro Phe Thr Ala Phe Ser Val Gin Asp Gly Gin Leu Thr Lys Thr 
565 570 575 

Val Thr lie Asn Ala Ser Ser Ser His Ser Gly Leu Asp Asp lie Asn 
580 585 590 

Pro Thr Val Leu Leu Lys Glu Arg Ser Thr Glu Leu 
595 600 

<210> 6 
<211> 3509 
<212> DNA 

<213> Canis familiaris 
<400> 6 



atggaaacag 


tcaaaaattt 


attttagaag 


agatttttca 


ttcttagata 


gtataaaaat 


60 


aaacaggcat 


ttgttaacac 


ttacatctta 


cataagttaa 


tttaaataca 


catttgtctg 


120 


aggcaccaaa 


acattcatat 


attatactcc 


gaattcagtc 


ggctttgata 


ttaataacaa 


180 


aatttctttc 


agtgaagtta 


aaaaggtttt 


tacataagcc 


cttctaatat 


tgactatttc 


240 


ttaacttt 1 1- 


CICICIV-, CI V^dCLCLCl 


c. i— i— ci ci ci ci ci i_ 


u v— ^v^v_- L.y ciy l. 


Lat L UUL L. L L 


dd U ctctcto. ILL 


-inn 


cattttcttt 


ctctacctaa 


agacatgctt 


tctcatttac 


aaatactgat 


gttatctgta 


360 


atcaagtgca 


tgatttaaaa 


atattaagaa 


tccacaaaaa 


atattaaaac 


ccacaagtga 


420 


tatttgcacc 


tgtgtcctca 


ataagttata 


gctgaatgac 


ttaatgaagg 


atycatargt 


480 


ccctcaaaac 


tgtaaagatc 


ttatggtaca 


tgcaggttaa 


tgagacacag 


tgttctctgt 


540 


gggctggtat 


atagggaaat 


ctatatttca 


attccaactt 


gccatatttc 


aatataccag 


600 


agttgggttc 


ctgaaaattt 


actcacagat 


ctcaaataat 


ttctcttagt 


gtttacataa 


660 


taattcagag 


ttaatctcaa 


agaagatata 


ctgattctca 


cataatgcaa 


aaaaaaaaaa 


720 


aatgattgca 


gcttaaacct 


agtttataat 


aacatcctaa 


caaaacaaat 


aataatcctc 


780 


aataaattaa 


gtatacagta 


ccagcaaatg 


tcagctgaca 


atgagatgtg 


gaaaagaaac 


840 


attatcttcc 


cgggaactat 


tcagaatttg 


actttgcttt 


taaatgagaa 


aggatattct 


900 


taatagaaat 


acgacttcct 


tccatcaaga 


accccctaca 


gttctttgtc 


agtcattagc 


960 


ctcattgaag 


ccttctgtta 


caatttaaaa 


ttaatttaca 


aaaagatcgc 


tgcctttcac 


1020 


ttaaaataag 


tgtatactgt 


tgtgtataga 


gtcctttaag 


ggctgttttt 


tttttccttt 


1080 


cattcctctt 


aagaggagct 


aaattactag 


tagtcctgag 
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ttgaggtttt 


cctgaaaact 


1140 
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tacacaagtt 


caggtaagaa 


agtatagaca 


gagtccaaag 


aaaggtatac 


tcagatctta 


1200 


aaaatcaagg 


aaacaagaaa 


gtaaactgat 


cagaagagag 


tttctaccag 


cacagtggct 


1260 


aacagaagaa 


aagaaagtgt 


gcaggtagtt 


gcttctaatg 


caccagggaa 


gatacactag 


1320 


aaatcccgat 


agtgtcgaaa 


aaaacttgca 


gcattttgtc 


atcctggaac 


agcatttaaa 


1380 


tatccaacat 


cttcgctttt 


gttcataata 


ataatataaa 


ctgaaattca 


agtaaaagga 


1440 


tgtcaaactc 


atttataaaa 


cagaaaactg 


ttttcctctt 


taacccgaag 


acatctttaa 


1500 


aatagtgaca 


tgaaaatctt 


cacaagtatg 


acccctttct 


ccttaacaga 


tgttaagtaa 


1560 


cataaggagt 


ttaacataaa 


tattaaataa 


ttaagttaaa 


aggaatcgtc 


catataaata 


1620 


aataaatagg 


attaacaggc 


ttctatagtt 


cagttgaccg 


ttctttcagt 


aggactgtgg 


1680 


gattgatgtc 


atctagaccg 


gagtgcgaag 


agcttgcatt 


aatggtgact 


gttttggtga 


1740 


gttgtccgtc 


ttgaacagag 


aatgcagtga 


atggacagcc 


cttcacgtta 


ttgcagatga 


1800 


gagactggat 


tgaggcagtg 


ttgatgattt 


taaagcctac 


ttctccacca 


aaggtgctag 


1860 


gcttccagta 


gtcaggtgaa 


cagatgggat 


tacccataag 


tcctttcaag 


gagaatggtg 


1920 


ctcccatttc 


taccatggtc 


tcaccaaaga 


tggcatctgg 


acgaggcttt 


tctaccaaga 


1980 


gggcaggata 


cagctccatg 


gcatcaatat' 


caccataaag 


ggcctccaac 


cccgcagcca 


2040 


tttccttctc 


tcctgtaagt 


tcttcgaatg 


atgtataggg 


cttcagccta 


aagcgtttgc 


2100 


gatactcatt 


aagagactgg 


tatttcatct 


gtctgctctg 


gtcaatcgaa 


gcttttgcta 


2160 


cttgttgtac 


tgcagctgga 


acattcctgc 


caccggcaac 


cctgccagca 


atttgcctgc 


2220 


tgaatgattc 


cacaaactgg 


gtaaggccat 


gttccaataa 


tatagagttg 


ttgtagataa 


2280 


actgttggaa 


attgtactcc 


tggtcatcta 


tttgcaaggt 


gtcaggcagg 


aggggatgcc 


2340 


agtggtagag 


tgtgttaaac 


tcagcagcaa 


tgcggttttg 


gtactggaat 


tgttggttga 


2400 


aaagcagctc 


tgggtcaaac 


ttcagcttga 


agtgatagcc 


actcaagtgt 


tgtacatagt 


2460 


cttcaatcac 


aatcttaatg 


gtttctccta 


taagtattag 


cctgctcgtc 


tggaataacc 


2520 


gctcatcatc 


ccattctggg 


tgctcctgtt 


taagcacatc 


acacactctg 


ttatgctccc 


2580 


gcagccaaat 


ggtggcatac 


atcatcagac 


caggcaccag 


accaaagacc 


tcctggccca 


2640 


cagcaaactg 


caggtgttca 


ggaacatgag 


gtgggtagat 


catctcgacc 


tgagtatctt 


2700 


tgacggtagg 


aggatacacc 


tctccatcaa 


ttacctgata 


tttcattttt 


ccatccttga 


2760 


aaaggcgcag 


tttatgttgt 


ctatccaaag 


tttccccata 


aacatgattt 


aagtccaccc 


2820 


catggcccaa 


tcctttggtg 


aaagctggtc 


ctcgcttatg 


atctgtcttg 


aaaaattgat 


2880 
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gggtaaagtg 


ctgggcaaag 


AD-l.ST2 5.txt 
aatgcaaaca tcatattggt gccttgggga 


tcaggaatga 


2940 


actttcttcg 


cagaagaaac 


ttttccacaa 


tctcttttga 


atcaggaagc 


tctttcttgc 


3000 


ctttcacacc 


catgggtgtt 


ggacagtcat 


caggtacagg 


gggaagagct 


ctggtataat 


3060 


aggagaggtt 


agaaaaggct 


tcccagcttt 


tatagccgta 


gttcacatta 


taagttggtg 


3120 


gactctcaat 


caaatgtgac 


cgggatgtca 


acacatattt 


cataattgta 


tttcgcagga 


3180 


aggggatgtt 


attgacaatg 


ttccagactc 


ccttgaagtg 


ggtaagtatg 


tagtgtactg 


3240 


tatttggagt 


gggtttcagg 


tataatttta 


ttcttgtcag 


aaattccggt 


gttgagcagt 


3300 


tttcgccgta 


gaatcctgtt 


cgggtacagt 


cacacttata 


ctggtcaaat 


cctgtgctca 


3360 


tacaaatacc 


ttggttttga 


catgggtggg 


aacagcaagg 


atttgctgcg 


cggacgaccg 


3420 


ccagggcggc 


gcagagcacc 


agggcgcggg 


ccagcatcgc 


ggcggcgggc 


ggggcgcggg 


3480 


cggagcgcgg 


gcggtggcag 


aggcggcgg 








3509 


<210> 7 
<211> 1812 
<212> DNA 

<213> Canis familiaris 










<400> 7 
atgctggccc 


gcgccctggt 


gctctgcgcc 


gccctggcgg 


tcgtccgcgc 


agcaaatcct 


60 


tgctgttccc 


acccatgtca 


aaaccaaggt 


atttgtatga 


gcacaggatt 


tgaccagtat 


120 


aagtgtgact 


gtacccgaac 


aggattctac 


ggcgaaaact 


gctcaacacc 


ggaatttctg 


180 


acaagaataa 


aattatacct 


gaaacccact 


ccaaatacag 


tacactacat 


acttacccac 


240 


ttcaagggag 


tctggaacat 


tgtcaataac 


atccccttcc 


tgcgaaatac 


aattatgaaa 


300 


tatgtgttga 


catcccggtc 


acatttgatt 


gagagtccac 


caacttataa 


tgtgaactac 


360 


ggctataaaa 


gctgggaagc 


cttttctaac 


ctctcctatt 


ataccagagc 


tcttccccct 


420 


gtacctgatg 


actgtccaac 


acccatgggt 


gtgaaaggca 


agaaagagct 


tcctgattca 


480 


aaagagattg 


tggaaaagtt 


tcttctgcga 


agaaagttca 


ttcctgatcc 


ccaaggcacc 


540 


aatatgatgt 


ttgcattctt 


tgcccagcac 


tttacccatc 


aatttttcaa 


gacagatcat 


600 


aagcgaggac 


cagctttcac 


caaaggattg 


ggccatgggg 


tggacttaaa 


tcatgtttat 


660 


ggggaaactt 


tggatagaca 


acataaactg 


cgccttttca 


aggatggaaa 


aatgaaatat 


720 


caggtaattg 


atggagaggt 


gtatcctcct 


accgtcaaag 


atactcaggt 


cgagatgatc 


780 


tacccacctc 


atgttcctga 


acacctgcag 


tttgctgtgg 


gccaggaggt 


ctttggtctg 


840 


gtgcctggtc 


tgatgatgta 


tgccaccatt 


tggctgcggg 


agcataacag 


agtgtgtgat 


900 
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gtgcttaaac 


aggagcaccc 


AD-l.ST25.txt 
agaatgggat gatgagcggt tattccagac 


cracrcac^c^^ , t~ 3 


960 


atacttatag 


gagaaaccat 


taagattgtg 


attgaagact 


atgtacaaca 


c 1~t" era crt" cicic 


1 09 o 

JL \J £t \J 


tatcacttca 


agctgaagtt 


tgacccagag 


ctgcttttca 


accaacaatt 




1 OfiO 

1 u O U 


aaccgcattg 


ctgctgagtt 


taacacactc 


taccactggc 


atcccctcct 


ere c t era rarr 


1140 

J. J. *± \J 


ttgcaaatag 


atgaccagga 


gtacaatttc 


caacagttta 


tctacaacaa 


c tctataf 


1 POO 


ttggaacatg 


gccttaccca 


gtttgtggaa 


tcattcagca 


ggcaaattgc 


tcrcrcacrcrcr'r" t~ 


1 ?fi0 

_L £t \J \J 


gccggtggca 


ggaatgttcc 


agctgcagta 


caacaagtag 


caaaagcttc 


Qa 1 1 era c r* a er 


1320 


agcagacaga 


tgaaatacca 


gtctcttaat 


gagtatcgca 


aacgctttag 




1 ? RO 


tatacatcat 


tcgaagaact 


tacaggagag 


aaggaaatgg 


ctgcggggtt 


crcracrcre*c , r , t~ t* 


1440 


tatggtgata 


ttgatgccat 


ggagctgtat 


cctgccctct 


tggtagaaaa 


crcc fccertcr'a 


1500 


gatgccatct 


ttggtgagac 


catggtagaa 


atgggagcac 


cattctcctt 


craaacrcract" t~ 


1560 


atgggtaatc 


ccatctgttc 


acctaactar 


V-y y Vw Vw- d 




tcrcracraacrt" a 


1620 


ggctttaaaa 


tcatcaacac 


tgcctcaatc 


cagtctctca 


tctgcaataa 


cgtgaagggc 


1680 


tgtccattca 


ctgcattctc 


tgttcaagac 


ggacaactca 


ccaaaacagt 


caccattaat 


1740 


gcaagctctt 


cgcactccgg 


tctagatgac 


atcaatccca 


cagtcctact 


gaaagaaegg 


1800 


tcaactgaac 


ta 










1 O 1 1 


<210> 8 
<211> 1812 
<212> DNA 

<213> Canis familiaris 










<400> 8 
tagttcagtt 


gaccgttctt 


tcagtaggac 


tgtgggattg 


atgtcatcta 


aac c crcr a cr t~ cr 


60 


cgaagagctt 


gcattaatgg 


tgactgtttt 


ggtgagttgt 


ccgtcttgaa 


cacracr^r* t~ err 


12 0 


agtgaatgga 


cagcccttca 


cgttattgca 


gatgagagac 


tggattgagg 


cacrtcrt tcrat 


180 


gattttaaag 


cctacttctc 


caccaaaggt 


gctaggcttc 


cagtagtcag 


crtcraacaera t~ 


240 


gggattaccc 


ataagtcctt 


tcaaggagaa 


tggtgctccc 


atttctacca 


tcrcrtc tcacc 


300 


aaagatggca 


tctggacgag 


gcttttctac 


caagagggca 


ggatacagct 


c cater crc a tr 


360 


aatatcacca 


taaagggcct 


ccaaccccgc 


agccatttcc 


ttctctcctg 


taagttcttc 


420 


gaatgatgta 


tagggcttca 


gcctaaagcg 


tttgcgatac 


tcattaagag 


actggtattt 


480 


catctgtctg 


ctctggtcaa 


tcgaagcttt 


tgctacttgt 


tgtactgcag 


ctggaacatt 


540 


cctgccaccg 


gcaaccctgc 


cagcaatttg 


cctgctgaat 


gattccacaa 


actgggtaag 


600 
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AD-l.ST25.txt 



gccatgttcc 


aataatatag 


agttgttgta 


gataaactgt 


tggaaattgt 


actcctggtc 


660 


atctatttgc 


aaggtgtcag 


gcaggagggg 


atgccagtgg 


tagagtgtgt 


taaactcagc 


720 


agcaatgcgg 


ttttggtact 


ggaattgttg 


gttgaaaagc 


agctctgggt 


caaacttcag 


780 


cttgaagtga 


tagccactca 


agtgttgtac 


atagtcttca 


atcacaatct 


taatggtttc 


840 


tcctataagt 


attagcctgc 


tcgtctggaa 


taaccgctca 


tcatcccatt 


ctgggtgctc 


900 


ctgtttaagc 


acatcacaca 


ctctgttatg 


ctcccgcagc 


caaatggtgg 


catacatcat 


960 


cagaccaggc 


accagaccaa 


agacctcctg 


gcccacagca 


aactgcaggt 


gttcaggaac 


1020 


atgaggtggg 


tagatcatct 


cgacctgagt 


atctttgacg 


gtaggaggat 


acacctctcc 


1080 


atcaattacc 


tgatatttca 


tttttccatc 


cttgaaaagg 


cgcagtttat 


gttgtctatc 


1140 


caaagtttcc 


ccataaacat 


gatttaagtc 


caccccatgg 


cccaatcctt 


tggtgaaagc 


1200 


tggtcctcgc 


ttatgatctg 


tcttgaaaaa 


ttgatgggta 


aagtgctggg 


caaagaatgc 


1260 


aaacatcata 


ttggtgcctt 


ggggatcagg 


aatgaacttt 


cttcgcagaa 


gaaacttttc 


1320 


cacaatctct 


tttgaatcag 


gaagctcttt 


cttgcctttc 


acacccatgg 


gtgttggaca 


1380 


gtcatcaggt 


acagggggaa 


gagctctggt 


ataataggag 


aggttagaaa 


aggcttccca 


1440 


gcttttatag 


ccgtagttca 


cattataagt 


tggtggactc 


tcaatcaaat 


gtgaccggga 


1500 


tgtcaacaca 


tatttcataa 


ttgtatttcg 


caggaagggg 


atgttattga 


caatgttcca 


1560 


gactcccttg 


aagtgggtaa 


gtatgtagtg 


tactgtattt 


ggagtgggtt 


tcaggtataa 


1620 


ttttattctt 


gtcagaaatt 


ccggtgttga 


gcagttttcg 


ccgtagaatc 


ctgttcgggt 


1680 


acagtcacac 


ttatactggt 


caaatcctgt 


gctcatacaa 


ataccttggt 


tttgacatgg 


1740 


gtgggaacag 


caaggatttg 


ctgcgcggac 


gaccgccagg 


gcggcgcaga 


gcaccagggc 


1800 


gcgggccagc 


at 










1812 



<210> 9 

<211> 275 

<212> DNA 

<213> Canis familiaris 
<220> 

<221> CDS 

<222> (1)..(273) 

<223> 

<400> 9 

ttt gca caa cac ttc acc cac cag ttc ttc aaa act tct ggc aag atg 48 
Phe Ala Gin His Phe Thr His Gin Phe Phe Lys Thr Ser Gly Lys Met 
15 10 15 
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ggt cct ggc ttc acc aag gcc ttg ggc cat ggg gta gat ctt ggt cac 96 
Gly Pro Gly Phe Thr Lys Ala Leu Gly His Gly Val Asp Leu Gly His 
20 25 30 

att tat ggg gac aat ctg gac cgt cag tat cag ctg egg etc ttt aag 144 
lie Tyr Gly Asp Asn Leu Asp Arg Gin Tyr Gin Leu Arg Leu Phe Lys 
35 40 45 

gat ggg aaa etc aag tat cag gtt ctg gat gga gag atg tac ccg tea 192 
Asp Gly Lys Leu Lys Tyr Gin Val Leu Asp Gly Glu Met Tyr Pro Ser 
50 55 60 

tct gtg gag gag gcg cct gtg ttg atg cac tac cca egg ggc att ctg 240 
Ser Val Glu Glu Ala Pro Val Leu Met His Tyr Pro Arg Gly lie Leu 
65 70 75 80 

ccc cag agt cag atg get gtg ggc cag gag gtg tt 275 
Pro Gin Ser Gin Met Ala Val Gly Gin Glu Val 
85 90 



<210> 10 
<211> 91 
<212> PRT 

<213> Canis familiaris 
<400> 10 

Phe Ala Gin His Phe Thr His Gin Phe Phe Lys Thr Ser Gly Lys Met 
15 10 15 

Gly Pro Gly Phe Thr Lys Ala Leu Gly His Gly Val Asp Leu Gly His 
20 25 30 



lie Tyr Gly Asp Asn Leu Asp Arg Gin Tyr Gin Leu Arg Leu Phe Lys 
3 5 40 45 



Asp Gly Lys Leu Lys Tyr Gin Val Leu Asp Gly Glu Met Tyr Pro Ser 
50 55 60 



Ser Val Glu Glu Ala Pro Val Leu Met His Tyr Pro Arg Gly lie Leu 
65 70 75 80 



Pro Gin Ser Gin Met Ala Val Gly Gin Glu Val 
85 90 



<210> 11 

<211> 275 

<212> DNA 

<213> Canis familiaris 



<400> 11 

aacacctcct ggcccacagc catctgactc tggggcagaa tgccccgtgg gtagtgcatc 60 
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aacacaggcg cctcctccac agatgacggg tacatctctc catccagaac ctgatacttg 120 

agtttcccat ccttaaagag ccgcagctga tactgacggt ccagattgtc cccataaatg 180 

tgaccaagat ctaccccatg gcccaaggcc ttggtgaagc caggacccat cttgccagaa 240 

gttttgaaga actggtgggt gaagtgttgt gcaaa 275 



<210> 


12 




<211> 


2693 




<212> 


DNA 




<213> 


Canis 


familiar is 


<220> 






<221> 


CDS 




<222> 


(31) . . 


, (1929) 


<223> 






<400> 


12 





gcaccccgag cgcagcagcc gcccagagct atg age cgt gag ttc gac cct gag 54 

Met Ser Arg Glu Phe Asp Pro Glu 
1 5 

gec ccc agg aac cct ctt cgc etc ccg ggg gag cct cga atg cca ggc 102 
Ala Pro Arg Asn Pro Leu Arg Leu Pro Gly Glu Pro Arg Met Pro Gly 
10 15 20 

cca gec etc acc tct cgc tec gca ggg ggg agt cgc ctg cac egg tgg 150 
Pro Ala Leu Thr Ser Arg Ser Ala Gly Gly Ser Arg Leu His Arg Trp 
25 30 35 40 

ccg ctg etc ctg ctg ctg ctg ctg ctg ctg ccg ccg ccc ccg gtc ctg 198 
Pro Leu Leu Leu Leu Leu Leu Leu Leu Leu Pro Pro Pro Pro Val Leu 
45 50 55 



ccc gcg gaa gec egg acc ccg gcg cct gtg aac ccg tgt tgt tac tac 246 
Pro Ala Glu Ala Arg Thr Pro Ala Pro Val Asn Pro Cys Cys Tyr Tyr 
60 65 70 

cca tgt cag cac caa ggg ate tgt gtc cgc ttc ggc ctt gac cgc tac 294 
Pro Cys Gin His Gin Gly lie Cys Val Arg Phe Gly Leu Asp Arg Tyr 
75 80 85 

cag tgt gac tgc acc cgc acg ggc tat tct ggc ccc aac tgc acc ate 342 
Gin Cys Asp Cys Thr Arg Thr Gly Tyr Ser Gly Pro Asn Cys Thr lie 
90 95 100 

ccc gag ctg tgg acc tgg etc egg aat tea ctg cgc ccc agt ccc tct 390 
Pro Glu Leu Trp Thr Trp Leu Arg Asn Ser Leu Arg Pro Ser Pro Ser 
105 110 115 120 

ttc etc cac ttc ctg ctg acg cat ggg cgc tgg ttt tgg gaa ttc ate 43 8 

Phe Leu His Phe Leu Leu Thr His Gly Arg Trp Phe Trp Glu Phe lie 
125 130 135 



aat gec acc ttc ate cgt gac atg etc atg cgt ctg gta etc aca gcg 486 
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Asn Ala Thr Phe lie Arg Asp Met Leu Met Arg Leu Val Leu Thr Ala 
140 145 150 

cgt tec aac ctt ate ccc agt cct ccc ace tac aac ata gcg cat gac 534 
Arg Ser Asn Leu He Pro Ser Pro Pro Thr Tyr Asn He Ala His Asp 
155 160 165 

tac ate age tgg gag tec ttc tec aat gtg age tat tac act cgt gtt 582 
Tyr He Ser Trp Glu Ser Phe Ser Asn Val Ser Tyr Tyr Thr Arg Val 
170 175 180 

ctg ccc tct gtg ccc caa gat tgc ccc acg ccc atg ggg ace aaa ggg 630 
Leu Pro Ser Val Pro Gin Asp Cys Pro Thr Pro Met Gly Thr Lys Gly 
185 190 195 "* 200 

aag aag cag ttg cca gac gee caa etc ctg ggc cgt cgc ttc ctg etc 678 
Lys Lys Gin Leu Pro Asp Ala Gin Leu Leu Gly Arg Arg Phe Leu Leu 
205 210 215 

agg agg aag ttc ata cct gac ccc caa ggc ace aac etc atg ttc gec 726 
Arg Arg Lys Phe He Pro Asp Pro Gin Gly Thr Asn Leu Met Phe Ala 
220 225 230 

ttc ttt gca caa cac ttc acc cat cag ttc ttc aaa act tct ggc aag 774 
Phe Phe Ala Gin His Phe Thr His Gin Phe Phe Lys Thr Ser Gly Lys 
235 240 245 

atg ggt cct ggc ttc acc aag gee ttg ggc cat ggg gta gat ctt ggc 822 
Met Gly Pro Gly Phe Thr Lys Ala Leu Gly His Gly Val Asp Leu Gly 
250 255 260 

cac att tat ggg gac aat ctg gac cgt cag tat cag ctg egg etc ttt 870 
His He Tyr Gly Asp Asn Leu Asp Arg Gin Tyr Gin Leu Arg Leu Phe 
265 270 275 280 

aag gat ggg aaa etc aag tat cag gtt ctg gat gga gag atg tac ccg 918 
Lys Asp Gly Lys Leu Lys Tyr Gin Val Leu Asp Gly Glu Met Tyr Pro 
285 290 . 295 

cca tct gtg gag gag gcg cct gtg ttg atg cac tac cca egg ggc att 966 
Pro Ser Val Glu Glu Ala Pro Val Leu Met His Tyr Pro Arg Gly He 
300 305 310 

ctg ccc cag agt cag atg gee gtg ggc cag gag gtg ttt ggg ctg ctt 1014 
Leu Pro Gin Ser Gin Met Ala Val Gly Gin Glu Val Phe Gly Leu Leu 
315 320 325 

cct ggg etc atg etc tat gee acg etc tgg ctg cgt gag cac aat cgt 1062 
Pro Gly Leu Met Leu Tyr Ala Thr Leu Trp Leu Arg Glu His Asn Arg 
330 335 340 

gtg tgt gac ctg ctg aag get gag cac ccc act tgg ggt gat gag caa 1110 
Val Cys Asp Leu Leu Lys Ala Glu His Pro Thr Trp Gly Asp Glu Gin 
345 350 355 360 

etc ttc cag acg gee cga etc ate etc att ggg gag acc ate aag att 1158 
Leu Phe Gin Thr Ala Arg Leu He Leu He Gly Glu Thr He Lys He 
365 370 375 
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gtg att gag gag tat gtg cag cag ctg agt ggc tac ttc ttg cag ctg 1206 
Val lie Glu Glu Tyr Val Gin Gin Leu Ser Gly Tyr Phe Leu Gin Leu 
380 385 4 390 

aag ttc gac ccg gag ctg ctg ttt age gec cag ttc cag tac cgc aac 1254 
Lys Phe Asp Pro Glu Leu Leu Phe Ser Ala Gin Phe Gin Tyr Arg Asn 
395 400 405' 

cgc ate gec atg gag ttc aac cag ctg tac cac tgg cac ccg etc atg 1302 
Arg lie Ala Met Glu Phe Asn Gin Leu Tyr His Trp His Pro Leu Met 
410 415 420 

cca gac tec ttc tgg gtg ggt tec cag gag tac age tat gag cag ttc 1350 
Pro Asp Ser Phe Trp Val Gly Ser Gin Glu Tyr Ser Tyr Glu Gin Phe 
425 430 435 440 

ctg ttc aac acc tec atg ctg acg cac tac ggg ate gag gec ctg gtg 1398 
Leu Phe Asn Thr Ser Met Leu Thr His Tyr Gly lie Glu Ala Leu Val 
445 450 455 

gat gee ttc tct cgc cag age gec ggc egg att ggt gga ggt aga aac 1446 
Asp Ala Phe Ser Arg Gin Ser Ala Gly Arg lie Gly Gly Gly Arg Asn 
460 465 470 

ata gac cac cat gtc ctg cac gtg get gtg gaa acc ate aag gaa tec 1494 
lie Asp His His Val Leu His Val Ala Val Glu Thr lie Lys Glu Ser 
475 480 485 

cgc gag ttg egg ctg cag ccc ttc aat gag tac cgc aag agg ttt ggc 1542 
Arg Glu Leu Arg Leu Gin Pro Phe Asn Glu Tyr Arg Lys Arg Phe Gly 
490 495 500 

atg agg ccc tac atg tec ttc cag gaa etc aca ggg gag aag gag atg 1590 
Met Arg Pro Tyr Met Ser Phe Gin Glu Leu Thr Gly Glu Lys Glu Met 
505 510 515 520 

gca gee gag ttg gag gag ctg tat gga gac att gat gee ttg gaa ttc 1638 
Ala Ala Glu Leu Glu Glu Leu Tyr Gly Asp He Asp Ala Leu Glu Phe 
525 530 535 

tac ccg ggg ctt ctt ctg gag aag tgc cat cca aac tec ate ttt gga 1686 
Tyr Pro Gly Leu Leu Leu Glu Lys Cys His Pro Asn Ser He Phe Gly 
540 545 550 

gag agt atg ata gaa att ggg get ccc ttc tec ctt aag ggc etc eta 1734 
Glu Ser Met He Glu He Gly Ala Pro Phe Ser Leu Lys Gly Leu Leu 
555 560 565 

ggg aat ccc ate tgt tct cca gag tac tgg aag cca age aca ttc ggt 1782 
Gly Asn Pro He Cys Ser Pro Glu Tyr Trp Lys Pro Ser Thr Phe Gly 
570 575 580 

ggt gag atg ggc ttc aat atg gtc aag aca gee aca ctg aag aag ctg 183 0 

Gly Glu Met Gly Phe Asn Met Val Lys Thr Ala Thr Leu Lys Lys Leu 
585 590 595 " 600 

gtc tgc ctt aac acc aag act tgt ccc tat gtt tec ttc cgt gtg cct 1878 
Val Cys Leu Asn Thr Lys Thr Cys Pro Tyr Val Ser Phe Arg Val Pro 
605 610 615 
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gac ccc cac cag gat ggc ggg cct ggt gtg gag egg ccg tec aca gag 1926 
Asp Pro His Gin Asp Gly Gly Pro Gly Val Glu Arg Pro Ser Thr Glu 
620 625 630 

etc tgagggggca gagcagcagc attctggagg gtggacttgt catcccagaa 1979 
Leu 



tgetgagget 


ggggttaata 


atcccaaatg 


ttgggtcttt 


ggtttgcctc 


aagaatatca 


2039 


aggtcaacat 


ttagaacttt 


gtgtctctca 


cccattatct 


ggaatatcat 


ggtcttgttt 


2099 


gttattctag 


aatgctgaat 


tcctggttga 


ccatctagaa 


tggatggagt 


gatgettett 


2159 


tggcaageca 


gaacactggt 


tcctggccga 


caacctagaa 


tgtcagactt 


ctggttgact 


2219 


taagaegtag 


gcattctcta 


atgtgaagct 


cctgacagaa 


tcatctagaa 


agatagggga 


2279 


ttcttatttt 


gcattctaga 


attctgggca 


gccctccagc 


atgttgattt 


ttttcactgg 


2339 


cagttcagaa 


tgttgtgctc 


ttgattgctg 


atccaaaata 


gtggctggta 


tgecagatea 


2399 


gtcttgetet 


gaatgectag 


aatggtaatt 


tgattcattt 


tcctgttcag 


tgagataccc 


2459 


ccaaagcagg 


agaatctaca 


gcctaaccag 


agtgcattgc 


ctgcctctgt 


gcctgcccca 


2519 


aggacttagg 


gggcagagtg 


ttcttcctgg 


gatgetgact 


cagaccctgg 


tccaaggaga 


2579 


tagaacaggt 


gggctttttc 


caggtcattg 


gttggaggcc 


accagagctc 


tgttgccatc 


2639 


tttgtcttga 


ctcatgacag 


ctgtttctca 


tgaaactaat 


aaaatttttt 


ttcc 


2693 



<210> 13 
<211> 633 
<212> PRT 

<213> Canis familiaris 
<400> 13 

Met Ser Arg Glu Phe Asp Pro Glu Ala Pro Arg Asn Pro Leu Arg Leu 
15 10 15 

Pro Gly Glu Pro Arg Met Pro Gly Pro Ala Leu Thr Ser Arg Ser Ala 
20 25 30 

Gly Gly Ser Arg Leu His Arg Trp Pro Leu Leu Leu Leu Leu Leu Leu 
35 40 45 

Leu Leu Pro Pro Pro Pro Val Leu Pro Ala Glu Ala Arg Thr Pro Ala 
50 55 60 

Pro Val Asn Pro Cys Cys Tyr Tyr Pro Cys Gin His Gin Gly lie Cys 
65 70 75 80 
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Val Arg Phe Gly Leu Asp Arg Tyr Gin Cys Asp Cys Thr Arg Thr Gly 
85 90 95 



Tyr Ser Gly Pro Asn Cys Thr lie Pro Glu Leu Trp Thr Trp Leu Arg 
100 105 110 



Asn Ser Leu Arg Pro Ser Pro Ser Phe Leu His Phe Leu Leu Thr His 
115 120 125 



Gly Arg Trp Phe Trp Glu Phe lie Asn Ala Thr Phe lie Arg Asp Met 
130 135 140 



Leu Met Arg Leu Val Leu Thr Ala Arg Ser Asn Leu lie Pro Ser Pro 
145 150 155 160 



Pro Thr Tyr Asn lie Ala His Asp Tyr lie Ser Trp Glu Ser Phe Ser 
165 170 175 



Asn Val Ser Tyr Tyr Thr Arg Val Leu Pro Ser Val Pro Gin Asp Cys 
180 185 190 



Pro Thr Pro Met Gly Thr Lys Gly Lys Lys Gin Leu Pro Asp Ala Gin 
195 200 205 



Leu Leu Gly Arg Arg Phe Leu Leu Arg Arg Lys Phe lie Pro Asp Pro 
210 215 220 



Gin Gly Thr Asn Leu Met Phe Ala Phe Phe Ala Gin His Phe Thr His 
225 230 235 240 



Gin Phe Phe Lys Thr Ser Gly Lys Met Gly Pro Gly Phe Thr Lys Ala 
245 250 255 



Leu Gly His Gly Val Asp Leu Gly His lie Tyr Gly Asp Asn Leu Asp 
260 265 270 



Arg Gin Tyr Gin Leu Arg Leu Phe Lys Asp Gly Lys Leu Lys Tyr Gin 
275 280 285 



Val Leu Asp Gly Glu Met Tyr Pro Pro Ser Val Glu Glu Ala Pro Val 
290 295 300 



Leu Met His Tyr Pro Arg Gly lie Leu Pro Gin Ser Gin Met Ala Val 
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305 310 315 320 



Gly Gin Glu Val Phe Gly Leu Leu Pro Gly Leu Met Leu Tyr Ala Thr 
325 33 0 33 5 



Leu Trp Leu Arg Glu His Asn Arg Val Cys Asp Leu Leu Lys Ala Glu 
340 345 350 



His Pro Thr Trp Gly Asp Glu Gin Leu Phe Gin Thr Ala Arg Leu lie 
355 360 365 



Leu lie Gly Glu Thr lie Lys lie Val lie Glu Glu Tyr Val Gin Gin 
370 375 380 



Leu Ser Gly Tyr Phe Leu Gin Leu Lys Phe Asp Pro Glu Leu Leu Phe 
385 390 395 400 



Ser Ala Gin Phe Gin Tyr Arg Asn Arg lie Ala Met Glu Phe Asn Gin 
405 410 415 



Leu Tyr His Trp His Pro Leu Met Pro Asp Ser Phe Trp Val Gly Ser 
420 425 430 



Gin Glu Tyr Ser Tyr Glu Gin Phe Leu Phe Asn Thr Ser Met Leu Thr 
435 440 445 



His Tyr Gly lie Glu Ala Leu Val Asp Ala Phe Ser Arg Gin Ser Ala 
450 455 460 



Gly Arg He Gly Gly Gly Arg Asn He Asp His His Val Leu His Val 
465 470 475 480 



Ala Val Glu Thr He Lys Glu Ser Arg Glu Leu Arg Leu Gin Pro Phe 
485 490 495 



Asn Glu Tyr Arg Lys Arg Phe Gly Met Arg Pro Tyr Met Ser Phe Gin 
500 505 510 



Glu Leu Thr Gly Glu Lys Glu Met Ala Ala Glu Leu Glu Glu Leu Tyr 
515 520 525 



Gly Asp He Asp Ala Leu Glu Phe Tyr Pro Gly Leu Leu Leu Glu Lys 
530 535 540 
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Cys His Pro Asn Ser lie Phe Gly Glu Ser Met lie Glu lie Gly Ala 
545 550 555 ^ 560 



Pro Phe Ser Leu Lys Gly Leu Leu Gly Asn Pro lie Cys Ser Pro Glu 
565 570 ~ 575 

Tyr Trp Lys Pro Ser Thr Phe Gly Gly Glu Met Gly Phe Asn Met Val 
580 585 590 

Lys Thr Ala Thr Leu Lys Lys Leu Val Cys Leu Asn Thr Lys Thr Cys 

595 600 605 - 

Pro Tyr Val Ser Phe Arg Val Pro Asp Pro His Gin Asp Gly Gly Pro 
610 615 620 

Gly Val Glu Arg Pro Ser Thr Glu Leu 
625 630 

<210> 14 

<211> 2693 

<212> DNA 

<213> Canis familiaris 

<400> 14 



ggaaaaaaaa 


ttttattagt 


ttcatgagaa 


acagctgtca 


tgagtcaaga 


caaagatggc 


60 


aacagagctc 


tggtggcctc 


caaccaatga 


cctggaaaaa 


gcccacctgt 


tctatctcct 


120 


tggaccaggg 


tctgagtcag 


catcccagga 


agaacactct 


gccccctaag 


tccttggggc 


180 


aggcacagag 


gcaggcaatg 


cactctggtt 


aggctgtaga 


ttctcctgct 


ttgggggtat 


240 


ctcactgaac 


aggaaaatga 


atcaaattac 


cattctaggc 


attcagagca 


agactgatct 


300 


ggcataccag 


ccactatttt 


ggatcagcaa 


tcaagagcac 


aacattctga 


actgccagtg 


360 


aaaaaaatca 


acatgctgga 


gggctgccca 


gaattctaga 


atgcaaaata 


agaatcccct 


420 


atctttctag 


atgattctgt 


caggagcttc 


acattagaga 


atgcctacgt 


cttaagtcaa 


480 


ccagaagtct 


gacattctag 


gttgtcggcc 


aggaaccagt 


gttctggctt 


gccaaagaag 


540 


catcactcca 


tccattctag 


atggtcaacc 


aggaattcag 


cattctagaa 


taacaaacaa 


600 


gaccatgata 


ttccagataa 


tgggtgagag 


acacaaagtt 


ctaaatgttg 


accttgatat 


660 


tcttgaggca 


aaccaaagac 


ccaacatttg 


ggattattaa 


ccccagcctc 


agcattctgg 


720 


gatgacaagt 


ccaccctcca 


gaatgctgct 


gctctgcccc 


ctcagagctc 


tgtggacggc 


780 


cgctccacac 


caggcccgcc 


atcctggtgg 


gggtcaggca 


cacggaagga 


aacataggga 


840 


caagtcttgg 


tgttaaggca 


gaccagcttc 


ttcagtgtgg 


ctgtcttgac 


catattgaag 


900 



Page 22 



AD-l.ST2 5.txt 



cccatctcac 


caccgaatgt 


gcttggcttc 


cagtactctg 


gagaacagat 


gggattccct 


960 


aggaggccct 


taagggagaa 


gggagcccca 


atttctatca 


tactctctcc 


aaagatggag 


1020 


tttggatggc 


acttctccag 


aagaagcccc 


gggtagaatt 


ccaaggcatc 


aatgtctcca 


1080 


tacagctcct 


ccaactcggc 


tgccatctcc 


ttctcccctg 


tgagttcctg 


gaaggacatg 


1140 


tagggcctca 


tgccaaacct 


cttgcggtac 


tcattgaagg 


gctgcagccg 


caactcgcgg 


1200 


gattccttga 


tggtttccac 


agccacgtgc 


aggacatggt 


ggtctatgtt 


tctacctcca 


1260 


ccaatccggc 


cggcgctctg 


gcgagagaag 


gcatccacca 


gggcctcgat 


cccgtagtgc 


1320 


gtcagcatgg 


aggtgttgaa 


caggaactgc 


tcatagctgt 


actcctggga 


acccacccag 


1380 


aaggagtctg 


gcatgagcgg 


gtgccagtgg 


tacagctggt 


tgaactccat 


ggcgatgcgg 


1440 


ttgcggtact 


ggaactgggc 


gctaaacagc 


agctccgggt 


cgaacttcag 


ctgcaagaag 


1500 


tagccactca 


gctgctgcac 


atactcctca 


atcacaatct 


tgatggtctc 


cccaatgagg 


1560 


atgagtcggg 


ccgtctggaa 


gagttgctca 


tcaccccaag 


tggggtgctc 


agccttcagc 


1620 


aggtcacaca 


cacgattgtg 


ctcacgcagc 


cagagcgtgg 


catagagcat 


gagcccagga 


1680 


agcagcccaa 


acacctcctg 


gcccacggcc 


atctgactct 


ggggcagaat 


gccccgtggg 


1740 


tagtgcatca 


acacaggcgc 


ctcctccaca 


gatggcgggt 


acatctctcc 


atccagaacc 


1800 


tgatacttga 


gtttcccatc 


cttaaagagc 


cgcagctgat 


actgacggtc 


cagattgtcc 


1860 


ccataaatgt 


ggccaagatc 


taccccatgg 


cccaaggcct 


tggtgaagcc 


aggacccatc 


1920 


ttgccagaag 


ttttgaagaa 


ctgatgggtg 


aagtgttgtg 


caaagaaggc 


gaacatgagg 


1980 


ttggtgcctt 


gggggtcagg 


tatgaacttc 


ctcctgagca 


ggaagcgacg 


gcccaggagt 


2040 


tgggcgtctg 


gcaactgctt 


cttccctttg 


gtccccatgg 


gcgtggggca 


atcttggggc 


2100 


acagagggca 


gaacacgagt 


gtaatagctc 


acattggaga 


aggactccca 


gctgatgtag 


2160 


tcatgcgcta 


tgttgtaggt 


gggaggactg 


gggataaggt 


tggaacgcgc 


tgtgagtacc 


2220 


agacgcatga 


gcatgtcacg 


gatgaaggtg 


gcattgatga 


attcccaaaa 


ccagcgccca 


2280 


tgcgtcagca 


ggaagtggag 


gaaagaggga 


ctggggcgca 


gtgaattccg 


gagccaggtc 


2340 


cacagctcgg 


ggatggtgca 


gttggggcca 


gaatagcccg 


tgcgggtgca 


gtcacactgg 


2400 


tagcggtcaa 


ggccgaagcg 


gacacagatc 


ccttggtgct 


gacatgggta 


gtaacaacac 


2460 


gggttcacag 


gcgccggggt 


ccgggcttcc 


gcgggcagga 


ccgggggcgg 


cggcagcagc 


2520 


agcagcagca 


gcaggagcag 


cggccaccgg 


tgcaggcgac 


tcccccctgc 


ggagcgagag 


2580 


gtgagggctg 


ggcctggcat 


tcgaggctcc 


cccgggaggc 


gaagagggtt 


cctgggggcc 


2640 
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tcagggtcga actcacggct catagctctg ggcggctgct gcgctcgggg tgc 2693 

<210> 15 

<211> 1899 

<212> DNA 

<213> Canis familiaris 

<400> 15 



atgagccgtg 


agttcgaccc 


tgaggccccc 


aggaaccctc 


ttcgcctccc 


gggggagcct 

ZJ ZJ ZJ -ZJ w ZJ 


60 


cgaatgccag 


gcccagccct 


cacctctcgc 


tccgcagggg 


ggagtcgcct 


gcaccggtgg 


120 


ccgctgctcc 


tgctgctgct 


gctgctgctg 


ccgccgcccc 


cggtcctgcc 


cgcggaagcc 


180 


cggaccccgg 


cgcctgtgaa 


cccgtgttgt 


tactacccat 


gtcagcacca 


agggatctgt 


240 


gtccgcttcg 


gccttgaccg 


ctaccagtgt 


gactgcaccc 


gcacgggcta 


ttctggcccc 


300 


aactgcacca 


tccccgagct 


gtggacctgg 


ctccggaatt 


cactgcgccc 


cagtccctct 


360 


ttcctccact 


tcctgctgac 


gcatgggcgc 


tggttttggg 


aattcatcaa 


tgccaccttc 


420 


atccgtgaca 


tgctcatgcg 


tctggtactc 


acagcgcgtt 


ccaaccttat 


ccccagtcct 


480 


cccacctaca 


acatagcgca 


tgactacatc 


agctgggagt 


ccttctccaa 


tgtgagctat 


540 


tacactcgtg 


ttctgccctc 


tgtgccccaa 


gattgcccca 


cgcccatggg 


gaccaaacrcrcf 

ZD ZJ ZD ZJ 


600 


aagaagcagt 


tgccagacgc 


ccaactcctg 


ggccgtcgct 

^z? -z 9 zj zj 


tcctgctcag 


gaggaagttc 


660 


atacctgacc 


cccaaggcac 


caacctcatg 


ttcgccttct 


ttgcacaaca 


cttcacccat 


720 


cagttcttca 


aaacttctgg 


caagatgggt 


cctggcttca 


ccaaggcctt 


gggccatggg 

Z3 ZZ> ZJ ~ "~ ^ J 3 


780 


gtagatcttg 


gccacattta 


tggggacaat 


ctggaccgtc 


agtatcagct 


gcggctcttt 


840 


aaggatggga 


aactcaagta 


tcaggttctg 


gatggagaga 


tgtacccgcc 


atctgtggag 

ZJ ZJ ZJ zj 


900 


gaggcgcctg 


tgttgatgca 


ctacccacgg 


ggcattctgc 


cccagagtca 


gatggccQta 

3 ~~ ZZ) ^ ^ ZJ ZD 


960 


ggccaggagg 


tgtttgggct 


gcttcctggg 


ctcatgctct 


atgccacgct 


ctggctgcgt 


1020 


gagcacaatc 


gtgtgtgtga 


cctgctgaag 


gctgagcacc 


ccacttgggg 


tgatgagcaa 


1080 


ctcttccaga 


cggcccgact 


catcctcatt 


ggggagacca 


tcaagattgt 


gattgaggag 


1140 


tatgtgcagc 


agctgagtgg 


ctacttcttg 


cagctgaagt 


tcgacccgga 


gctgctgttt 


1200 


agcgcccagt 


tccagtaccg 


caaccgcatc 


gccatggagt 


tcaaccagct 


gtaccactgg 


1260 


cacccgctca 


tgccagactc 


cttctgggtg 


ggttcccagg 


agtacagcta 


tgagcagttc 


1320 


ctgttcaaca 


cctccatgct 


gacgcactac 


gggatcgagg 


ccctggtgga 


tgccttctct 


1380 


cgccagagcg 


ccggccggat 


tggtggaggt 


agaaacatag 


accaccatgt 


cctgcacgtg 


1440 


gctgtggaaa 


ccatcaagga 


atcccgcgag 


ttgcggctgc 


agcccttcaa 


tgagtaccgc 


1500 
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aagaggtttg 


gcatgaggcc 


ctacatgtcc 


ttccaggaac 


tcacagggga 


gaaggagatg 


1560 


gcagccgagt 


tggaggagct 


gtatggagac 


attgatgcct 


tggaattcta 


cccggggctt 


1620 


cttctggaga 


agtgccatcc 


aaactccatc 


tttggagaga 


gtatgataga 


aattggggct 


1680 


cccttctccc 


ttaagggcct 


cctagggaat 


cccatctgtt 


ctccagagta 


ctggaagcca 


1740 


agcacattcg 


gtggtgagat 


gggcttcaat 


atggtcaaga 


cagccacact 


gaagaagctg 


1800 


gtctgcctta 


acaccaagac 


ttgtccctat 


gtttccttcc 


gtgtgcctga 


cccccaccag 


1860 


gatggcgggc 


ctggtgtgga 


gcggccgtcc 


acagagctc 






1899 



<210> 16 

<211> 1899 

<212> DNA 

<213> Canis familiaris 

<400> 16 



gagctctgtg 


gacggccgct 


ccacaccagg 


cccgccatcc 


taatacrcrcrcrt 


caggcacacg 


60 


gaaggaaaca 


tagggacaag 


tcttggtgtt 


aaggcagacc 


age t tcttca 


ct t cr t aac t cr t 


120 


cttgaccata 


ttgaagccca 


tc tcaccacc 


craatcrtactt 


ggc t tccagt 


ac tc tcrcracra 

Wv* ^ V_* k_ V--j \£ \jL Oi 


180 


acagatggga 


ttccctagga 


ggccc t taag 


ggagaaggga 


accccaattt 


pt - at"r , at"r3r*t" 

^ ■ t-A l_ V_» L, CJ. L» 


240 


ctctccaaag 


atggagtttg 


gatggcactt 


ctccagaaga 


agccccgggt 


agaattccaa 


300 


ggcatcaatg 


tctccataca 


gctcctccaa 


ctcggctgcc 


atctccttct 


cccctgtgag 


360 


ttcctggaag 


gacatgtagg 


gcctcatgcc 


aaacctcttg 


eggtactcat 


tgaagggctg 


420 


cagccgcaac 


tcgcgggatt 


ccttgatggt 


ttccacagcc 


acgtgcagga 


catggtggtc 


480 


tatgtttcta 


cctccaccaa 


tccggccggc 


gctctggcga 


gagaaggcat 


ccaccagggc 


540 


ctcgatcccg 


tagtgcgtca 


gcatggaggt 


gttgaacagg 


aactgetcat 


agctgtactc 


600 


ctgggaaccc 


acccagaagg 


agtctggcat 


gagcgggtgc 


cagtggtaca 


gctggttgaa 


660 


ctccatggcg 


atgcggttgc 


ggtactggaa 


ctgggcgcta 


aacagcagct 


ccgggtcgaa 


720 


cttcagctgc 


aagaagtagc 


cactcagctg 


ctgcacatac 


tcctcaatca 


caatcttgat 


780 


ggtctcccca 


atgaggatga 


gtcgggccgt 


ctggaagagt 


tgctcatcac 


cccaagtggg 


840 


gtgctcagcc 


ttcagcaggt 


cacacacacg 


attgtgctca 


cgcagccaga 


gcgtggcata 


900 


gagcatgagc 


ccaggaagca 


gcccaaacac 


ctcctggccc 


acggccatct 


gactctgggg 


960 


cagaatgccc 


cgtgggtagt 


gcatcaacac 


aggcgcctcc 


tccacagatg 


gegggtacat 


1020 


ctctccatcc 


agaacctgat 


acttgagttt 


cccatcctta 


aagagecgea 


gctgatactg 


1080 


acggtccaga 


ttgtccccat 


aaatgtggcc 


aagatctacc 


ccatggccca 


aggccttggt 


1140 
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gaagccagga 


cccatcttgc 


cagaagtttt 


gaagaactga 


tgggtgaagt 


gttgtgcaaa 


1200 


gaaggcgaac 


atgaggttgg 


tgccttgggg 


gtcaggtatg 


aacttcctcc 


tgagcaggaa 


1260 


gcgacggccc 


aggagttggg 


cgtctggcaa 


ctgcttcttc 


cctttggtcc 


ccatgggcgt 


1320 


ggggcaatct 


tggggcacag 


agggcagaac 


acgagtgtaa 


tagctcacat 


tggagaagga 


1380 


ctcccagctg 


atgtagtcat 


gcgctatgtt 


gtaggtggga 


ggactgggga 


taaggttgga 


1440 


acgcgctgtg 


agtaccagac 


gcatgagcat 


gtcacggatg 


aaggtggcat 


tgatgaattc 


1500 


ccaaaaccag 


cgcccatgcg 


tcagcaggaa 


gtggaggaaa 


gagggactgg 


ggcgcagtga 


1560 


attccggagc 


caggtccaca 


gctcggggat 


ggtgcagttg 


gggccagaat 


agcccgtgcg 


1620 


ggtgcagtca 


cactggtagc 


ggtcaaggcc 


gaagcggaca 


cagatccctt 


ggtgctgaca 


1680 


tgggtagtaa 


caacacgggt 


tcacaggcgc 


cggggtccgg 


gcttccgcgg 


gcaggaccgg 


1740 


gggcggcggc 


agcagcagca 


gcagcagcag 


gagcagcggc 


caccggtgca 


ggcgactccc 


1800 


ccctgcggag 


cgagaggtga 


gggctgggcc 


tggcattcga 


ggctcccccg 


ggaggcgaag 


1860 


agggttcctg 


ggggcctcag 


ggtcgaactc 


acggctcat 






1899 



<210> 17 

<211> 18 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Synthetic Primer 
<220> 

< 2 2 1 > mi s c_f ea tur e 

<222> (9) . . (9) 

<223> n = unknown at position 9 

<400> 17 

twytayggng araaytgy 18 

<210> 18 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic Primer 
<220> 

<221> misc_feature 

<222> (6).. (6) 

<223> n = unknown at position 6 
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<400> 18 

ccyttnacrt trttrcadat 



AD-l.ST25.txt 



20 



<210> 19 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic Primer 
<220> 

<221> misc_f eature 

<222> (12).. (12) 

<223> n = unknown at position 12 
<220> 

<221> misc_f eature 

<222> (15).. (15) 

<223> n = unknown at position 15 

<400> 19 

cayttyaarg gngtntggaa 20 

<210> 20 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic Primer 
<220> 

<221> misc_f eature 

<222> (7).. (7) 

<223> n = unknown at position 7 
<220> 

<221> misc_feature 

<222> (10) . . (10) 

<223> n = unknown at position 10 

<400> 20 

ccadatngtn gcrtacatca t 21 

<210> 21 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic Primer 
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<400> 21 

aaggatccga tatgctggcc cgcgccctgg tg 32 



<210> 22 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic Primer ^ 

<400> 22 

aagaattccc tagttcagtt gaccgttctt tc 32 



<210> 


23 


<211> 


33 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Synthetic Primer 


<400> 


23 



aagaattcct atagttcagt tgaccgttct ttc 33 



<210> 


24 


<211> 


24 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Synthetic Primer 


<400> 


24 



tttgcacaac acttcaccca ccag 24 



<210> 


25 


<211> 


24 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Synthetic Primer 


<400> 


25 



aaacacctcc tggcccacag ccat 24 
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